
Stacking gel 

0.125 M Tris-HCI, pH 6.8 5% acrylamide* 

Larger pores, lower ionic strength 


Running (resolving) gel 

0. 375 M Tris-HCI, pH 8.8 12% acrylamide* 

Smaller pores, higher ionic strength 

♦Investigators adjust the acrylamide 
concentration to manipulate the gel 
pore sizes 
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Tris-Gly pH 8.3 



Tris-Gty pH 8.3 
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Color Protein Standard. 
Broad Range 
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50 kDa 
10 kDa 

JO kDa 


Protein 

Purification 
































